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(b) The candidate is allowed to make Suitable numeric assumptions wherexfgr“ rgﬁuzred

Jor solving problems f// o /
Q. Questions ;,//’/ /// /// Marks
No. 2 “, //f
Q1 High throughput DNA sequencing is an emergmg af’é’a 11’1 ﬁlotechnology, for |3
genomic DNA or transcriptome, [llumina S?ﬂ@}i@l%g 1/;as shown great
promise. Evaluate the methodology and vyorkfng o, Illumina and point out
major differences with Sanger’s sequene;ng,t@hnology
Q2 Apply the strategies to ensure the? geﬁe; énc&dmg region in the genome of 3
newly identified organisms frof‘m?ge/aﬁ, fhicroflora/microfauna
Q3 Analyze the role of DNA; mlcfgé’i‘;fay technology in studying the expression | 3
profile of drug-treateé:gncei; &lls versus relapse cancer cells
Q4 Describe the tec}ffﬁgues to’ionstruct different types of DNA microarrays. 3
Analyze th%etal}s éf/fhe photolithography technology to construct the DNA
Chip 4 é’/w//,,
Q5 Cr%e a sgr}tegy for sequential extraction of protein from the given sample to | 3
,,,L/e‘npch the abundance of protein identification
Qéﬁ Apply the purpose and how protein modification occurs in the cells 205
Q7 //Normahzatlon method in DNA Microarray Technology 20
Q8 ) Apply. the role of Chip Seq technology in stem cell or cancer research 2.5
Q9 Create an experimental design for Functional Metagenomics 2.5
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